Figure S1. Gating strategies for analysis of flow cytometry data for testes (A) and nonneoplastic somatic and cancer cells (B). A, Gating for doublet discrimination (red gate) and definition of the cell population used to generate the DNA histogram. The 1C, 2C, S, and 4C populations are defined by colored marker gates, and accurate identification of each population can be confirmed by color in the corresponding dot plots. B, Gating for doublet discrimination (blue gate). In the DNA histogram, the green peak represents debris; the red peak represents the software-identified diploid population; and the blue peak represents the software-identified aneuploid population.

